Supplementary Figure 2 . Gene expression in hiPSCs is similar to hESCs. qPCR assay for expression of OCT3/4(endo), SOX2(endo) , NANOG, TERT, KLF4(endo) and REX1 in hESCs, hiPSCs and parental fibroblasts (hFs). Individual PCR reactions were normalized against internal controls (β-actin). Data shown are mean ± SD of the expression from three different experiments.
Supplementary Figure 3 . qPCR analysis of retroviral transgene expression in the hiPSC clones. Transgene-specific PCR primers permit determination of the relative retrovirally expressed (transgene) genes (OCT3/4, SOX2 and KLF4) via qPCR. Tg represents transgene. Five different hiPSC clones were tested. hF stands for human fibroblasts and hF/3f-4d stands for human fibroblasts 4 days after virally infection with OCT3/4, SOX2 and KLF4. Data shown are mean ± SD of the expression from three different experiments.
Supplementary Figure 4 . Analysis of DNA methylation and histone modification in the OCT3/4 and NANOG promoters in the hiPSCs, hESCs and hFs. a. Bisulfite genomic sequencing of the promoter regions of OCT3/4 and NANOG in 10 randomly selected hiPSC and hESC clones, as well as human fibroblasts (hFs). Open circles indicate unmethylated CpG dinucleotides, whereas closed circles indicate methylated CpGs. b. Chromatin immunoprecipitation was performed using antibodies against dimethylated histone H3K4 (H3K4me2) and H3 acetylation (acH3). OCT3/4 and NANOG promoters showed enrichment for the active (H3K4me2 and acH3) mark in hiPSCs, similar to hESCs. In hFs, OCT3/4 and NANOG promoters appeared in the inactive state. Data shown are mean ± SD of histone modification from three independent experiments. Supplementary Figure 5 . Pluripotent characterization of hiPSCs. hiPSCs were injected into immunodeficient mouse and generated well-differentiated teratomalike masses containing all three embryonic germ layers (endoderm, mesoderm and ectoderm). Scale bar, 50 µm.
Supplementary Figure 6 . Flow cytometric analysis of positive cells for CD200 and ITGA6 during epithelial cell differentiation from hiPSCs. Flow cytometric analysis was performed using antibodies specific for CD200 and ITGA6. CD200 + during epithelial cell differentiation from hiPSCs at day 18. Flow cytometric analysis was performed using antibodies specific for Lrig1, Lrg6, MTS24 and ITGA6. Positive cell percentage was monitored at day 18. Supplementary Figure 22 . Flow cytometric analysis of positive cells for SSEA3 when only BMP4 was added during the differentiation. Flow cytometric analysis was performed using antibody specific for SSEA3. SSEA + cell percentage was monitored at 11, 18 and 25 days respectively
